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»  IDC Perspective: How Data Interoperability and Federated 1.earning are Fueling a Precision Medicine Strategy and
Transforming Drug Repurposing (IT H F&4T T 7E)

»  IDC Perspective: GPU-Powered Transformer Models Poised to Accelerate Drug Discovery and Disrupt Drug
Develgpment (IDC #US47660321, 2021 4 5 A 517)

*  IDC Perspective: Future of Intelligence Defined (IDC #US45720619, 2020 4 1 H 3&17)
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